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A New development of thermostable artificial enzymes and synthetic biological
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In this study, I selected, designed, artificially synthesized, and constructed the candidate genes such as
double-stranded DNA-binding proteins, DNA ligases, and DNA polymerases, which are necessary tools for
synthetic biology and genetic engineering. These constructed vectors were shown to have the correct DNA
sequence by a sanger sequencing. In the future, we will transform these construct vectors into E. coli, and
then carry out E. coli protein expression, purification, and functional properties. Through these studies, I

will develop a new artificially enzyme and biotechnology.
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